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I want to do cancer 
research but the cost to 

sequence my own 
samples of patients is still 

too high.

Workflow to analyze 
Next Generation 

Sequencing 
(NGS) data

Typing..

Working with the data

Altogether, there are currently several open-access resources for research data but also several community-supported bioinformatics tools

and databases that can manipulate the data. This field is promising since it can directly benefit by adhering to the open science principles,

in order to produce high quality and reproducible scientific results.

• Hided associations between 
the input matrices. 

TFCP2 expression

Jaspar database which is an 
open-access database of 
curated, non-redundant 

transcription factor binding 
profiles

• The integration of several types of data that 

originate from the same physical source

• Same pattern of the detected signature on 

different types of data


