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Toxicogenomics Interoperability IG & BoF Chemical Safety Meeting Notes 

2nd Plenary Washington DC 

2013.09.17 

Chairs: Allen Dearry (NIEHS), Rebecca Boyles (NIEHS) & Diana Hendrickx (Maastricht University) 

 

Self-Introduction – Everybody around the room (9 signed in) 

Introduction into the field of toxicogenomics 

Description of the data problem 

 Data infrastructure has not kept pace with data generation 

 Toxicogenomics data in sensitive; dependent on exposure context 

 Integrated with other data types to understand mechanisms of toxicity 

Description of the NIEHS-EU Workshop on Identifying Opportunities for Global Integration of 

Toxicogenomics Databases, June 26-27, 2013 

The workshop covered the following topics: 

 Introduction to the RDA 

 Presentation of current toxicogenomics databases 

 Proof of principle of meta-analysis in toxicogenomics 

 Combining data infrastructures – experiences from existing data infrastructures 

 How to generate a roadmap to combine existing toxicogenomics databases 

Current data are not: 

 Accessible 

 Interoperable 

But: 

 Incomplete data / metadata 

 Different formats 

 Lack of standardization 

Conclusion of the workshop: To move forward with grounding in utility and usefulness, we have 

to collect use cases. This can be accomplished by sending out an e-questionnaire to the 
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toxicogenomics community. We have to write a document with use cases where we describe 

advances in cross-overs between databases. 

Toxicogenomics Interoperability IG 

Aim: 

 Solicit user stories and data limitations from the scientific community. 

 Guide the direction to future database interoperability efforts. 

 Prepare a case statement for an RDA working group. 

August 2013: recognized & endorsed by RDA 

Presentation of the e-questionnaire and preliminary results 

Aim of the e-questionnaire: 

 Solicit user stories and data limitations from the scientific community 

 Guide the direction to future database interoperability efforts 

The e-questionnaire was send out to EU and US people working in the field of toxicogenomics: 

universities, industry, research institutes, government, … 

Questions: 

 How are you using toxicogenomics data? 

 What is the primary barrier preventing more effective use of toxicogenomics data? 

 What is the most significant achievement that could be made by removing this barrier? 

 What one improvement across toxicogenomics data sets would make use of the data 

easier? 

Becky Boyles and Diana Hendrickx are administrators of the survey and analyze the results. 

Current results (begin September, n = 24, low response due to vacation): 

 Toxicogenomics data is most used for building models. 

 Lack of data availability, lack of metadata and unclear data records are indicated as the 

most important barriers that have to be overcome for more effective use of toxicogenomics 

data. 

 Better and standardized data descriptors and metadata are indicated as the most important 

achievements that can be made by removing these barriers. 

 The ability to combine relevant toxicogenomics data sets was indicated as the most 

important data improvement that would make data use easier. 
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Presentation of next steps 

The survey is the first step towards a roadmap to improve data interoperability. 

Next steps: 

 What is the use case? Continue to seek input from the community. 

 What is the business case? What has to be done to the data to increase the data use? 

 Is there capacity? Do we have the right expertise and commitment to follow through 

successfully? 

Discussion 

When establishing the Toxicogenomics Interoperability IG, the first idea was to make all 

databases related to toxicogenomics interoperable. On the workshop we realized that this 

would be a long term task. Would this really improve data use or can we define a smaller 

subtask that we have to prioritize? We asked the community by sending out an e-

questionnaire. By discussing the answers in this breakout session, we realized that the e-

questionnaire was very general and we have to make the questions more specific. This can be 

accomplished by combining the e-questionnaire with interviews. 

During the discussion, we defined steps that we have to prioritize: 

 Many different data types (assays, microarrays, NGS, …) -> define standards for each data 

type. 

 Interdisciplinary field -> need for people from different disciplines to be involved. 

 Inventory of ontologies in the different databases -> invite ontology people to RDA 3rd 

plenary. 

 Link with data publication group -> synergies with data publication group. 

 Catalog of metadata elements / descriptors for experimental protocols. 

 Use also bottom-up approach -> specific cases can tell you steps forward 

 Partners / databases to involve in toxicogenomics interoperability interest group: ToxBank 

and PubChem. 

 


